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ABSTRACT

E47354

Single nucleotide polymorphisms (SNPs) in amyloid precursor protein (4PP)
and presenilin (PSEN) gene are known to cause early onset Alzheimer’s disease
(EOAD) but different in ethnic groups. The purposes of this research were to study
SNPs association studies of presenilin 1 gene (PSENI) in Thai Alzheimer’s disease
patients. The studies were following with as case-control study using HapMap
database to identify the SNPs. The identified tagSNPs in the PSEN! of Han, Chinese
from Bejing, Chaina as a model for Thailand are rs3025780 (Intron 3), rs214273
(Intron 3), rs362340 (Intron 4), rs165932 (Intron 8), rs165933 (Intron 8) and
rs10146743 (Intron 9). The 15 Alzheimer’s disease patients and 15 controls were
recruited using activities of daily living, behaviors and cognitive function evaluation
from Memorial Clinic, Chiangmai Neurological Hospital, Chiangmai, Thailand. This
study reported that 13.33% showed as GA heterozygous alleles in rs165933 for both
Alzheimer’s disease patients and controls. In Alzheimer’s disease patients, the GA
heterozygous was about 20%, when only 6.66% showed in the controls. Association
studies using odd ratio (95% CI) in the rs165933 in PSENI showed GG, GA and AA
alleles at 0.33 (95% CI = 0.0275-4.0359), 4.20 (95% CI = 0.3320-53.1253), and 0.24
(95% CI=0.0188-3.0117), respectively. Therefore, the rs165933 (Intron 8) genotypes
(GG and GA alleles) could be a candidate SNPs marker of PSEN! in Thai population.
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However, large sample size both Alzheimer’s disease patients and controls must be

verified.
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