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Abstract | 2 2 2 1 50

Tuberculosis is a health problem disease which cause 2-3 million of Thai death.
The more virulence of disease was developed in associated with' the outbreak of multi-
drug resistance. In this studies we tried to differentiate the Mycobacterium strain, a
causative agent, and tried to link with the multi-drug resistant. The samples were
collected from several provinces of Thailand including sensitive and drug-resistant
strains. After culture, the bacterium DNA was isolated and analyzed using PCR-RFLP
technique.  Three part of bacterium DNA were amplified by specific primers and
digested with restriction endonuclease. The Primer 16SF and 16SR' amplified 1.5
kilobase of 16S rRNA. After digested with Pst |, Hinc Il, Hae lll, Hinf 1, Hind 11l 4ag FcoR
I. The PCR-RFLP patterns were similar to all strains. The amplification of internal
transcribed spacer (ITS) using ITSF and ITSR gave one kilobase DNA fragment. After
digested with thirdteen restriction endonucleases including Ava I, Hinc I, Sua 3Al, Sty
I, Rsal, Hae lll, Hpa ll, Hinfl, EcoR |, Nde |, Kpn 1, Xba |, Dra lll, the DNA patiern could
not be differentiated. The PCR-RFLP of rpoB gene using Sau 3Al, Iso gave similar
pattern. The of DNA sequences of ITS and rpoB gene of sensitive and resistant strains
showed that there were different in DNA sequences because of sequence insertion and
deletion. From these results suggested that the PCR-RFLP could not differentiated the

strain of Mycobacterium but it can be achieved by using DNA sequence analysis .





