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The objectives of this study were to: 1) detect the polymorphisms of Bovine Lymphocyte
Antigen BoLA-DRB3.2 alleles by PCR-RFLP, 2) by Multi-primer PCR, and 3) estimate the effect to
milk yield. 200 genomic DNA from dairy cows were amplified for BoLA-DRB3.2 by PCR and
digested with Rsal, Bstyl and Haelll. Thirty-five BoLA-DRB3 alleles were identified with frequencies
ranging from 0.5 to 149%. Sixteen alleles were found similarily to the previous reports, which were BoLA-
DRB3*1, *8, *10, *11, *12, *15, *16, *17, *22, *23, *24, *28, *32, *51, *52 and *54, respectively
with total frequency of 79.5 %. There were nineteen alleles have not been reported. The result showed
that *15 alleles had the lowest mastitis incidence with probability of 3.73 percent while *1 alleles had the
highest mastitis incidence with probability of 54.03 percent for the first lactation. Multi primer PCR were
done for detection 2 specific alleles of *23 and *16. Cows, possessing the allele of *16 (n=25) and
*23 (n=30), were chosen for this method. The results of this study found that 27 from 30 cows could
be ampliflied. All of cows had the alleles *16 that could not be ampliflied. The effect of BoLA-
DRB3.2 alleles on milk yield was estimated by BLUPF90 Dairy Pack Version 2.1. The current study
found that *gbd was the highest effect (729.61kg), whereas the smallest effect was *jbd (-598.61kg).
For marker assisted selection (MAS), the appropriate alleles are BoLA DRB3*10 and BoLA DRB3*23
because the effect of these alleles for milk yield are the second and the sixth level, respectively. In

conciusion, these alleles have the medium probability of mastitis resistance (0.40).



