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Identification of suitable testers is a priority in hybrid-oriented breeding. The
objectives of this study were to evaluate 10 waxy corn varieties different in genetic bases
for use as testers for waxy comn breeding programs and explore weather genetic
relationships as identified by RAPD markers could be reasonably related to hybrid
pcrfbnnance. Four inbred lines, two single cross hybrids and four open-pollinated
populations of waxy com were crossed in diallel fashion with reciprocals. Ninety resulting
hybrids and 10 parents were evaluated experimentally in a randomized complete block
design with three replications for two seasons in the rainy season during May to August
2008 and dry season during November 2008 to February 2009. Un-husked ear weight
and husked ear weight were recorded at marketable maturity. Combining ability study
indicated that three inbred testers (204, 209 and 216) were best male parents in the rainy
season 2008 and one inbred tester (204) was the best male parent in the dry season
2008/09. An inbred tester (101) was the best female parent in the rainy season 2008,
and an inbred tester (216) and a single cross hybrid tester (BW) were the best female
parents in the dry season 2008/09. The population 919W was identified as a male parent
broad base tester in the rainy season 2008, whereas the population SLE was the best male
broad base tester in the dry season 2008/09. The population SLE was also the best female
broad base tester in the rainy season 2008, whereas the population RT was the best female
broad base tester in the dry season 2008/09. The best inbred lines performing well in
single cross hybrids were 204, 209 and 216 as male parents and 101 and 209 as female
parents because their low GCAs for marketable maturity, plant height, ear height. The
hybrids tended to have high yield and high kernel cut weight. The experimental single cross
hybrids 101 x 209, 101 x 216 and 209 x 204 were promising for possible release
commercially because of high yield and yield components, early marketable maturity, short
architecture and low ear position compared to those of check variety. RAPD markers

- revealed two distinct groups of waxy corn. The first group consisted of three inbred lines

(101, 204 and 209), and the second group comprised an inbred line (216), two single
cross hybrids (BW and NS) and four open-pollinated populations (SLE, 919W, RT and
DL). RAPD grouping could classify two inbred lines (101 and 204) correctly according to
pedigree classification. ' |





