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The objectives of this study were to: 1) determine factors analysis variance traits in Thai Native cattle,
2) Classify Native cattle lines using phenotypic distance by cluster analysis, and 3) estimate genetic
parameters for growth traits and body measurements in Thai Native cattle using Restricted maximum
likelihood (REML) for genetic improvement using selection plan. 2,108 records data during 1992 to
2001 form Department of Livestock Development (DLD) were used in this study. The results showed
that sex, parity; herd, calving season, calving year and age of dam had different effects on growth traits
and body measurements. In addition, the clustering analysis showed that Thai Native cattle could be
classified in 4 lines of Center Thai Native cattle (TC), Northeastern Thai Native cattle (TE), Northern
Thai Native cattle (TN) and Southern Thai Native cattle (TS) with 75 % coefficient of determination

(R?). The results also showed that additive direct beritability ( hz) had ranged 0.16-0.38 and 0.05~

0.16, maternal heritability (m2) had ranged 0.14-0.21 and 0.03-0.16, and maternal permanent
environment (cz) had ranged 0.01-0.14 and 0.02-0.16 for growth traits and body measurements,
respectively. Genetic correlation on growth traits in Thai Native cattle were ranged form 0.29 to 0.92
and genetic correlation on body measurements were ranged form 0.04 to 0.93, respectively. The most
of genetic correlation had positive correlation. Those correlations can be implemented in multiple traits

selection to improve Thai Native cattle with high genetic progress.





