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The objective of this thesis, entitled Gene Prediction in Eukaryote by Fickett and
Glimmer Methods, is to compare the results of gene prediction from Fickett and Glimmer
methods and find relation of both results.

Nowadays, many gene-prediction programs have been invented, but the results of these
programs in overall have some difference. Therefore, we are interested to coinpare results of gene
prediction. We focus on Fickett and Glimmer methods, and analyze both predicted results.

From the experimentation, the results of both prediction methods have large parts,
62.59%, in common which support the accuracy of the prediction. Fickett performs better than

Glimmer, when the windows size is set at 200, and worse when the windows size is set at 500.





