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Cathepsin D (CTSD) and Vitellogenin II (VTG II) genes play a major role in the protein
synthesis of the precursor of avian egg yolk. The CTSD and VTG II are considered as candidate
genes for high egg production trait. Thirty commercial layers represented'as high egg
production and 30 Tri-yellow chickens represented as low egg production are used in this study.
Polymorphisms of CTSD and VTG II genes were identified in cDNA and genomic DNA of both
chicken breeds to carry out an association analysis between two these genes and egg production
traits. PCR primers were designed from sequence in GenBank database. The 5° -flanking region
and coding sequence of CTSD gene were amplified with polymerase chain reaction (PCR), as
well as the VTG II gene was amplified at the 5' -end region, exon 4 and exon 27. Single
Nucleotide Polymorphism (SNPs) were identified within two CTSD (194 and 223 bp) and three
VTG Il (261, 216 and 169 bp) fragments by using single strand conformation polymorphism
(SSCP). The SSCP patterns were analysed on the 8% nondenaturing polyacrylamide gel
electrophoresis (PAGE) and confirmed the results by BioNumerics version 4.60 (Applied
Maths). The results showed that the SSCP bands did not different in commercial layer and Tri-
yellow chickens. But, nucleotide sequences of VTG II gene in the commercial layer were
different from Tri-yellow chickens. Because, there were 10 point mutations in this gene with

substitution.





