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The study on huanglongbing (HLB)and citrus tristeza diseases distribution and
pathogens from five pomelo orchards which were for export at Wiang Kaen District Chiang Rai
Province. The pomelo leaves showed the symptoms of disease that chlorosis with green vein and
blotchy mottling, which finally proved the detection of HLB disease by using PCR (Polymerase
Chain Reaction) technique with a specific primers A2/J5, designed to amplify rpIKAJL-rproBC
operon gene. The extracted DNA from the infected plant was used to amplify a 703 bp fragment
of the rplKAJL-rproBC operon gene. The sequencing analyse of the bacteria ribosomal protein
gene among the samples from pomelo, tangerine and lime in an orchard were characterized; The
result showed that the causative agent was Candidatus Liberibacter asiaticus and 5-10% of
pomelo trees in each orchards were found infected. The samples from all orchards showed that
symptoms similar to virus infection consisted leaf mottling, vein clearing and leaf cupping. The
pomelo, tangerine and lime samples were collected and tested for the presence of Citrus tristeza
virus (CTV) using the enzyme-linked immunosorbent assay (ELISA) and confirmed by reverse

transcription polymerase chain reaction (RT-PCR) using specific primers AR18F/AR18R that

amplified the entire p18 coat protein gene. The ELISA results showed that tangerine and lime
samples were IgG-positive and pomelo samples were IgG-negative. DNA fragments of 511 bp

were amplified by RT-PCR from tangerine and lime samples but no fragment was obtained from

the pomelo samples. ‘





