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ABSTRACT
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Helicobacter pylori is a major causc of chronic gastritis in which some of the patients infected
with this bacterium develop peptic ulcer, gastric ulcer, duodenal ulcer and gastric cancer. There are
speccific virulene determinants in H.pylori strains that associated with a more severe clinical outcome
of infection, namely the cytotoxin — associated pretein(cagA) and the vacuolation cytotoxin (vacA). In
this study, detection of caqA, vacA genotype of H.pylori in gastric biopsy specimens from gastritis
patients by PCR tecnique were investigated. For detection of the cagA gene, primers cagAF-cagAR
yielded a fragment of 349 bp and vacA gene, primers vacAF-VacAR yielded a fragment of 201 bp. The
optimal PCR reaction mixture contained 0.5 pM each primer, 0.2 mM each deoxynuleotide
triphosphorte ( dATP, dGTP, dTTP and dCTP), 0.25 Unit Tag DNA polymerase in 20 mM Tris pH 8.4,
50 mM KCl, 1.5 mM MgCl,, 0.01%BSA and 0.05% tween. PCR amplification was performed as under
the following conditions : initial denaturation at 95°C  for 2.30 min. followed by 40 cycle of
denaturation at 95°C for 30 s., amnealing and extension for 1 min and final extension at 72°C for 7
min. Anncaling tempcraturcs were sct at 50°C for cagAF-cagAR, at 55°C for vacAF - vacAR,
respectively. The minimum concentration of H.pylori DNA in both cagA and vacA were 0.06 pg.

Fifty—four H.pylori strains werc isolated from biopsy specimens of dyspeptic paticnts, which
positive from cither diagnostic test (hiswology, urcase test, PCR HpaA genc) were analysed for cagA
and vacA gene by PCR technique. It was found that cagA and vacA were positive in 59.3% and 88.9%
of the samples respectively.

Fourty—one H.pylori strains were diagnosed by histology test and found the cagA 58.5%,
vacA 92.7% of the sample respectively. Thirdty—one H.pylori strains were diagnosed by urease test
and found the cagA 80.6%, vacA 100% of the sample respectively. Thirdty-seven H.pylori strains
were diagnosed by PCR (HpaA gene) and found the cagA 72.9% and vacA 94.5% of the sample
respectively.

Conclusions, the cagA-positive and the vacA-positive H.pylori strains can be found in Thai

patients with gastroduodenal diseases.



