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Hepatitis is the great medical problem caused by many factors. Viruses are the main cause
of disease in all ethnic groups. About 90% of acutc Hepatitis B virus (HBV) infection in adult are
usually cleared, and about 5-10% become carrier. The previous studies have been reported that
chronic infection of HBV was strongly involved in *~ development of hepatocellular carcinoma
and cirrhosis. The HBV detection is made through a series of tests. The serological methods
have been widely used in the diagnosis of HBV infection. However, these assays are mostly
monospecific without HBV genotype separation. In this study, we developed a multiplex nested
Polymerase Chain Reaction (PCR) for simultancous detection and identify of three genotypes of
HBYV in sera or plasma specimens. The target sequence of primers were located in the pre-S/ to S
gene. The primer set for first-round PCR were designed for specific in all genotype and the
second-step PCR was multiplexed. HBV could be discriminated among genotype A, B and C on
the basis of the molecular weight of the amplicon.

A hundred HBsAg positive and forty HBsAg negative specimens from ELISA detection
were included in this study. Multiplex-nested PCR was performed to analyze these samples.
The result showed that eighty-nine positive samples were correctly identified by both assays and
all negative samples were identical in both methods. Of these positives, seven (7.8 %) and sixty-
seven (75.3%) were identified in genotype B and C, respectively. Three of these (3.4%) were
mixed infection of HBV genotype B and C. And twelve (13.5%) were unclassified. Apart from
its role in cpidemiological studics on HBV, multiplex nested PCR method provide a sensitive,

specific, and simplified tools for diagnosis of HBV infection and genotype analysis.



