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Collection of insect pathogenic bacteria Bacillus thuringiensis (Bt) from soil samples from
areas of various districts in Chiang Mai province were carried out. Morphology characteristic study
could be classified 4into 2 groups based on their crystal protein 1norph016gy produced within a
bacterial cell. The majority of isolates present single form of protein crystal namely bipyramid
meanwhile, the second isolates presented 2 protein crystal forms bipyramid and cuboid in the same
cell. Pathogenicity of Bacillus thuringiensis on Spodoptera exique was tested. The result showed
that BT isolate 2, 4, 7 and 8 gave a potential for beet armyworm control within 5 and 7 days after
infection. Sequence analysis of cryl4c and cryll fragments showed 100% homology with Bacillus

thuringiensis crylAc gene and Bacillus thuringiensis cryll toxin gene, respectively.





