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ABSTRACT

TE 162032

Genetic differentiation among natural populations of orange spotted grouper in south of
Thailand was detected. Three populations were collected from Trang province; Sikao, Kantang
and Palian (Andaman sea). The another population was collected form iNakhon Si Thammarat
province; Ban Pak Nékhon (Golf of Thailand). Fifteen enzymes (2AT, ACP, EST, GPDH,
G6PDH, IDH, LAP, LDH, MDH, ME, MPI, PGM, SDH, SP, 6PGD) were examined in four
populations. Twenty three isozyme loci were detected. The polymorphic loci revealed 2 loci,
EST*and G6PDH* in all populations, locus SDH* in Nakhon Si Thammarét and Palian
populations and locus 6PGD* in Nakhoiv Si Thammarat populatior.. The other six loci (IDH",
MDH-2*, MPI*, PGM*, SDH* and 6PGD*) revealed rare allele, which variously appeared in at
least one population. The genetic variability of four populations was low level. The observed
heterozygosity was in range in 0.039 to 0.061 and 0404-6 in average. The genetic distance
among four local populations varied from 0.00 to 0.108. The popuiation diffefentiation presented

not significant difference among three populations from Trang but revealed significant between

Trang and Nakhon Si Thammarat populations.





