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AMP48 AQEGGKDDDGG

Lilly LIM9 TTHTPDYLGIQ = Kobayashi et al. (1994)
Cucumisin melo L TTRSWDFLGFP - Yamagata et al. (1994)
Tomato P69B TTRSPTFLGLE - Tornero et al. (1997)
White gourd TTRSWDFLNFP - Uchikoba et al. (1998)
Arabidopsis TTRTPLFLGL - Yamagata et al. (2000)
Bamboo protease TTRTPSFLRLS - Arima’ et al. (2000)
Euphorbia supine protease B - TTRTPNFLGL - Arima’ et al. (2000)
SCSI (soy bean) (D) TTRSWDFLKS - Povovic et al. (2002)
Port C1 (soy bean) TTRSWDFIGH - Povovic et al. (2002)
Cucumis trigonus Roxburghi TTRSWDFLSG - Asif-Ullah e al. (2006)
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