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Siamese fighting fish (Betta splendens Regans) was ranked at the third of top export
value among ornamental fishes during 2000-2006. However, a major problem in Siamese
fighting fish production is the disease caused by Mycobacterium sp. This study intended to
experimentally produce fighting fish free of the Mycobacterium sp. and to evaluate the related
factors for disease free status. All fighting fish brooders, water flea (Moina sp.) and Chlorella
sp. used in the experiment were tested for Mycobacterium sp. infection using polymerase chain
reaction and reverse cross blot hybridization (PCR-RCBH). Water and all equipments used in
the experimental system were treated for 24 hrs with 35 ppm. and 50 ppm. available chlorine,
respectively. Ten pairs of the Mycobacterium sp.-free brooders were selected for breeding. Fry
produced from three generations were collected and analyzed. A total of 30 groups of fry were
obtained and tested for Mycobacterium sp. infection using PCR-RCBH at 10 days post hatching.
There are 29 out of 30 groups of fry were shown negative to the test. This finding correlates
with the hypothesis that Mycobacterium sp.-free brooders can be able to produce
Mycobacterium sp.- free offspring (p<0.05). The experimental systems were also applied at the
farm level. Although, the farmers were capable to produce both Moina sp. and Chlorella sp.

that free of Mycobacterium sp., some groups of fry still carried Mycobacterium sp.

Water quality, live foods and brooders which are related factors for Mycobacteriosis
infection in fighting fish production were evaluated though fish farmer’s opinions. The results
showed that preparation of water and frequency of exchange water are highly significant factors
(p<0.01) while source of Chlorella sp., source of live foods, disinfection in farm system,
disinfection on of the live foods and quarantine area are significant factors that related to an

occurrence of Mycobacteriosis (p<0.05).
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