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The examination of pineapple plants showing symptoms similar to those caused by Pineapple
mealy bug wilt associated viruses, PMWaVs, was conducted, and virus diagnostic method was
developed. Symptoms found on Pattavia p'u?upple in Petchaburi province planting ficld were vein
reddening, twist and blight leaf tip, yellow mosaic of leaf with collapsed browning tissue, and
decreased size of fruit. In addition, symptoms of 21 pineapple plants of five economically important
varieties maintained in screen house were observed. Four samples of Sriracha varieties (Chbl, Chb2,
Chb3, Chb6) shbwed leaf reddening, necrotic lesion and leaf mottling. One plant of Nang Lae variety
(Nall) and 3 pla’n(s‘of Pattavia variety (Pbul, Pbu2, Pbu3) exhibited mosaic symptom while a
sample of Phuket variety (Phul) showed necrotic patches on leaves. On the contrary, four plants of
Sriracha Pineapple (H1, H2, H3, HO) did not show any symptom. The diagnostic method of
PMWaVs was developed by using reverse transcription polymerase chain reaction (RT-PCR) with
primers specific to Heat shock protein homologou§ (HSP70) gene of PMWaV-1 and PMWaV-2,
yielding fragments of HSP70 gene sizes of 580 and 610 bp, respectively. By RT-PCR, the
pineapples H1, H3 uat CO were found to contained PMWaV-1, whereas Chbl~-KU, Chb02-DOA,
Chb03-DOA, Chb06-DOA, Tr01-DOA and Phul-KU contained PMWaVv-2. Samples that
contained both viruses were HO, H2, Chb2-KU, Chb01-DOA, Chb02-DOA, Chb03-DOA and
Pch03~DOA. Analysis of HSP70 gene fragments of PMWaVs-1 and -2 from the HO and Chb2-KU
Sriracha pineapple revealed their homology to those of PMWaV~1 and -2 from the US at 97 and 98

percent, respectively.

The amplification, cloning and sequencing of PMWaV-1 coat protein (CP) gene was
performed, followed by gene expression in E.coli DH5¢; bacterial cell. By RT-PCR using RNA
template from HO Sriracha pineapple with a pair of designed CP primers, the 772 bp cDNA fragment
of CP gene was obtained. This Thai isolate of PMWaV-1 contasined 257 residues of the deduced
amino acid. Analysis of the nucleotide and amino acid sequences exhibited their similarities to those of
the US isolate of PMWaV-1, GenBank accession number AF414119, at 98 and 99 % identity. The
expressed recombinant CP of Thai PMWaV-1 has molecular weight of 28.3 kilodaitons as determined
by SDS-Polyacrylamide gel electrophoresis.





