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Abstract

Fifty actinomycete isolates were isolated from soil and sediments in Trad, Trang,
Rayong, Prachobkereekhun and Surajthani province, Thailand. These isolates could be grouped
by morphological, physiological, biochemical characteristics including the antimicrobial activity
into five groups. The actinomycetes in group I was close to Streptomyces yatensis (99.2%). Group
I was close to Streptomyces lusitanus (99.6%). Group III was close to Streptomyces olivaceus
(99.5%). Group IV was close to Micromonospora endolithica (99.1%). This group produced
single spore directly on orange substrate myclia. Group V was close to Streptomyces caesius
(99.8%). In this study, ninety five actinomycete isolates (95%) exhibited the antimicrobial
activities. The actinomycetes in group I showed the significant ability to inhibit the growth of
Gram-positive and Gram-negative bacteria. Potential use to these antibiotic producing marine

actinomycete isolates need further study for antibiotic development.
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ATCC = American Type Culture Collection
B. subtilis = Bacillus subtilis

C. albicans = Candida albicans

DSM = Deutsche Sammlung von Mikroorganismen
E. coli = Escherichia coli

EtOAc = ethyl acetate

IAA = Indole acetic acid

ISP = International Streptomyces Project

M. luteus = Micrococcus luteus

MHA = Mueller-Hinton Agar

nm = nanometer

NSA = Non-Streptomycete Actinomycetes
Ps. aeruginosa = Pseudomonas aeruginosa
SDA = Sabouraud Dextrose Agar

S. aureus = Staphylococcus aureus

TSB = Triptic soy broth

UV = Ultraviolet

HL = microlitre



