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(http://www.medicthai.com/admin/news_cpe_detail.php?id=289)
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Source: USDA Nutrient database Percentages are relative to US
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N a Aa % ¥ ry o a 2 o o a &
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Compound name Structure Plant part
XANTHONES
a-Mangostin B Pericarp,
Whole fruit,
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H#,Co \\)j/ /,L//\///\/\\
| |
AR A AR
HO = o~ S H,
»Mangostin S Pericarp,
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|

M35190 2.3 uaaalnsaa3 19999815 Ol-mangostin, Y-mangostin 40 [3-mangostin

12

NUINENRLNALULARITITNIAANIZUAT





