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Abstract

In this work, fractionated extraction of the cellular proteins demonstrated its
localization in the tuber bud cell wall. Transcriptional regulation of lectin? along the bud
dormancy breakage was studied by RT-PCR using the lectin2 forward primer (F) established
elsewhere in combination with a newly designed reverse primer (R3). An amplified product of the
predicted size (412 bp) was given once increasing the annealing temperature. With this primer
pair (F-R3), the detection of the lectin2 transcripts was found dynamically declined as a function
of the tuber bud dormancy breakage and germination in corresponding to the evidence at the
protein level. In this research work, cell fractionated protein extraction was conducted to indicate
cellular localization of the lectin2 protein. This protein was previously described as a dormancy-
associated protein of the Kaentawan lateral bud for its band intensity on SDS-PAGE continually
declined during bud germination (WSWW@ Reseiolslsy waznme 2554). Transcriptional
regulation of lectin2 was studied by RT-PCR using the so-designed lectin2 F-R3 primer pair. By
this primer, the condition of the PCR reaction was stringently set up at an annealing temperature
above the Tm. An amplified product of the predicted size (412 bp) was given. The detection of
the lectin2 transcripts was found dynamically declined as a function of the tuber bud dormancy
breakage and germination in corresponding to the evidence at the protein level. Meanwhile, the
expression of /85 rRNA showed higher level along the higher bud developmental stage on bud
germination. Higher /8S rRNA expression reflected higher cellular protein synthesis. The
explanation on the lectin2 function was made in correlation with the bud dormancy stage
including tight cell adherence and a possible role in monitoring the level of auxin as well as
cytokinin. Another newly proposed lectin? primer (F-R2) did not work well. The primer
established by Nakagawa et al. (2003) was also introduced in the experiment as a reference.
Alignment of base sequences remarkably notified its specificity to all accessed Kaentawan
(Helianthus tuberosus) lectins. The study on gene expression of CuZn-SOD and APX was done
using primer pairs designed here for RT-PCR. Single specific RT-PCR products were obtained
for both cases demonstrating a concurrent pattern. Therefore, it revealed a cooperative function of
CuZn-SOD and APX in controlling ROS occurrence during bud germination. Transcriptional
expression of the two enzymes was high in the dormant bud and the immediate stage (stage 1 and
2). The expression turned low during bud germination with slightly raised up at a certain stage

(stage 5).
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