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ABSTRACT

This study evaluated 80 cultivars of soybean which consisted of 60 imported
cultivars from Brazil, 13 cullivars from International Institute of Tropical Agriculture
(IITA) and 7 standard local cultivars. The experiments were conducted in two seasons ie.
rainy and dry seasons and three locations. At each site, randomized complete block design
was use, with three replications. Individual Analysis of variance was carried out first, then
combine analysis of variance was performed for each season and two scasons combined .
Comparisons of standard local cultivars with imported cultivars were carried out on follow
characters plant height, number of branch per plant, number of node per plant, number of
pod plant, 100 seed weight, days to 50 % flowering, days to last flowering, days to
maturity and yield. Genotype X environment interaction was also analyzed. Classification
of these cultivars was perform using computer program called GEBFI for two characters
i.enumber of pod per plant and yield. The result showed that there were statistically
difference among cultivars in every characters except number of node per plant and days to
maturity, Genotype X environrent interactions in rainy scasons was significant in days to
maturity, number of branch per plant, number of node per plant, number of pod per plant

and 100 seed weight. Variation from location was higher than [rom genotype and its




interaction in days to 50 % flowering, days to last flowering, and days to malunty.
Genotype variation was higher than from other sourcc in plant height, number of branch
per plant number of node per plant, number of pod per plant and 100 seed weight.
Genotype X environment interaction variation was higher than other source of variation in
yield. In dry seasons, location and genotype x environment interaction effects werc
statistically difference in every characters. Location variation was higher than other source
in days to last flowering, days to maturity, number of branch per plant, number of node
per plant, 100 seed weight and yield. Genotypic variation was the highest in these
characters i.e. days to 50 %flowenng and plant height, while genotype X environment
interaction was the highest in number of pod per plant. When combined two seasons
together in the analysis, there were still statistically difference among cultivars in every
characters. Seasons variation was significant in every characters except days t0 50 %
flowering, and days to last flowering, while genotypic variation was significant in plant
height and 100 sced weight.

Classification by cluster analysis was done for number of pod per plant and seed
yield. Ten groups were divided for data from rainy and dry seasons combined. For number
of pod per plant, In rainy season Group 9 had the highest average pod per plant. Two
cultivars were in this group i.e.PARANA  from Rrasil and TGX 1470-1D from [TA.
However, in dry season Group 2 which consisted of TGX 1440-1E and JAC-L-108
gave the highest average number of pod per plant. When two scasons were combined,
Group 5 with 4 cultivars ie. TGX 1447-3D, TGX 1445-3E, TGX 1470-1D and
PARANA had highest average number of pod per plant. For seed yield, in rainy season,
Group 2 with 4 cultivars in group : 1GX 1478-2C, TGX 1448-2E, TGX 1447-3D
and 1.0 55-2089 had the highest average yield. In dry season, Group 7 gave the highest
yield, this group had 3 members all Brazil i.c. CPAC 46-76, UFV 8 and UFV 80-96.
With combined two seasons, cultivar PARANA had the highest average yield. The result

indicated that genotypic and source of cultivars also had role in grouping as well.




