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Abstract

Phenotypic and Genetic Evaluation of Dairy Cattle in Wang Num Yen
Dairy Co-operative

Sakchai Topanurak1 Visoot Himarat 2 Paiboon Chaidet®
Somchai Chanpongseaurl1 and Supat Faarmagsarg4

Enhancing of dairy cattle production can be achieved by improving
animal health management, farm management and animal breeding
management. In large dairy cooperative using of database management system
(DBMS) to monitor the whole dairy cattle performance is need. At Wang Num
Yen Dairy Co-operative, CoopLIVE, the first DBMS software has been
implemented since 1991. A lot of input data was recorded into this program
but the utilization of data was inconvenience and inefficient. All data was
transferred to DHI database software, the latter software developed by DLD.
Through this program, using of Animal Model BLUP (Best Linear Unbiased
Prediction) and REML (Restricted Maximum Likelihood) was performed for
genetic evaluation. The analysis, given by the software, could demonstrate
accurately and precisely genetic evaluation of dairy production. Average milk

yield at 100 day in milk (DIM) was 1171.26£321.323 kg (14,391 records) and

total milk yield (TMY) was 2714.06£1321.24 kg (16,502 records). Heritability
of 100 DIM and TMY were 0.19 and 0.29 respectively. Genetic correlation of
these two characteristics was 0.51809. Genetic trend and phenotypic trend of
DIM and TMY were 1.930376, -17.048668 and 60.951550, -373.116373
kg/year respectively. A genetic parameters can be used to optimize dairy cattle
breeding plan for the dairy co-operative in Thailand.

Keywords: database management system , dairy, phenotype , genotype ,
evaluation , trend analysis ,Wang Num Yen Dairy Co-operative
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