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123 3.7 18. DNA Repair
121 3.6 19. Protein Folding
121 3.6 20. Small GTPase Mediated Signal Transduction
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639 19.0 1. Regulation of Nucleobase, Nucleoside, Nucleotide and Nucleic Acid Metabolism
599 17.8 2. RNA Biosynthetic Process
526 15.6 3. Protein Modification Process
295 8.8 4. Cell Death
281 8.4 5. Translation
274 8.2 6. Cellular Component Assembly
271 8.1 7. Intracellular Transport
271 8.1 8. Phosphorylation
245 7.3 9. Regulation of Progression Through Cell Cycle
208 6.2 10. Proteolysis
191 5.7 11. Chromosome Organization and Biogenesis (Sensu Eukaryota)
182 5.4 12. RNA Processing
162 4.8 13. DNA Packaging
149 4.4 14. Cellular Carbohydrate Metabolic Process
147 4.4 15. mRNA Metabolic Process
147 4.4 16. Negative Regulation of Cellular Metabolic Process
124 3.7 17. Amino Acid Metabolic Process
123 3.7 18. DNA Repair
121 3.6 19. Protein Folding
121 3.6 20. Positive Regulation of Cellular Metabolic Process
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