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RAWENBE 91.4% UAT 83.8% AMMHIMILHWIBINTSRANENE IeIRRY 249.9 uaz 107.4
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O. viverrini \fim PCR product au1® 1,357 bp @734 Clonorchis sinensis i PCR product



AUIM 612 bp (Le et al, 2006) AMmduwATiA Inter Simple Sequence Repeat (ISSR) 471
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