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Abstract
Project Code: MRG5280033
Project Title: Phosphoprotein patterns of Cholangiocarcinoma cell lines
Investigator: Miss Siriporn Patrakitkomjorn
E-mail Address: sirpat@kku.ac.th

Project Period: 2 years

Phosphorylation is an important post translational modification of proteins. Modified proteins
called phosphorylated proteins are associated with pathways that regulate cancer cells.
Phosphorylated proteins that modulate activities of those proteins become more interesting to be
the specific markers for this cancer. We objected to study the differential profiling of phosphorylated

proteins in cholangiocarcinoma cell lines and used immortalized MMNK1 cells as control. To purify

phosphorylated proteins, treated cell lysates were subjected into SweIIGeI® Gallium-Chelated Disc.
Eluted phosphorylated proteins were reduced, alkylated, and digested with trypsin, consequently
identified with LC-MS/MS. DeCyderTM MS 2.0 differential analysis software was used for
visualization, detection, comparison, and relative quantitation of LC-MS/MS data. In this study, all
data was analyzed as two-dimensional intensity maps. In cholangiocarcinoma cell line, at least 37
phosphopeptides showed an average difference of 2 times (p < 0.05). The differentiations of

phosphorylated protein profiles in label-free cells may be used as potential markers for

cholangiocarcinoma.
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