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Five strains of dibenzofuran — degradation fungi were isolated from forested soil samples in
Thailand by using double layers agar with Remazol Brilliant Blue R (RBBR) and Benomyl containing
malt extract agar on top of Czapek-Dox agar. The fungi were tested for their ability of RBBR
decolorization in miniral salt medium (MM) using dye as a sole carbon source and Low nitrogen
basal lli medium (LN) for testing lignin peroxidase activity. It was found that the fungi could not utilize
RBBR as the sole carbon source in MM but in LN its could degrade RBBR more than 80 percent.
Morphologica!l study and internal transcribed spacer (ITS) sequencing analysis indicated that there
were five different strain of white rot fungi , Marasmius cladophylius , Phanerochaete crysosporium,

- Lentinus tignirus, Polyporus tricholoma and Athelia pellicularis . After that the isolated fungi were
testéd for dibenzofuran degrading ability by using HPLC for analysing the 7 days cuiture
supernatant . Among these isolates, Phanerochaefe crysosporium , Polyporus tricholoma and
Athelia pellicularis could degrade dibenzofuran more than 50 percent . Polyporus tricholoma was the
most eiiective strain { 78.7 %degradation ). Metabolite analysis of 'dibenzofuran degradation by
using TLC and HPLC shown that there were at least two metabolic compounds during dibenzofuran

degradation by Polyporus tricholoma.



