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Lai-tai or Sudden Unexplained Death Syndrome (SUDS) is a genetic disorder
with the mode of transmission of autosomal dominant. SUDS survivors share the same
ECG pattern as Brugada syndrome (Right bundle branch block and ST-segment
elevation in leads V,-V,) that lead to ventricular fibrillation. About the twenty-five
percentage of Brugada syndromes are caused by cardiac sodium channel gene
(SCN5A) mutation. It has been suggested that potassium transient outward current (i)
may responsible for the ST-segment elevation. In mutation screening, shows no mutation
on exons 2 to 7 of KCND3 gene in 2 SUDS survivors, which can not exclude linkage in
linkage study. To determine whether cardiac potassium channel gene was the caused
of the discrder, we performed linkage studies on 3 SUDS families with the Brugada
phenotype in KCNA4 and KCNAS gene by four polymorphic markers and found genetic
linkage in KCNA4 but not link in KCNAS gene. Future genetic studies in KCNA4 and

other cardiac potassium channel genes might elucidate the molecular basis of SUDS.



