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ABSTRACT

The MLA Tag 1 DNA-RFLP allogenotypmg was employed to study a
hundred DNA sumples in central Thai population previously characterized by the
method of serology (Jymphocyte microcytotoxicity test) and PCR-sequence specific
oligonucleotides/ sequence spectlic primers (PCR-SSO/SSP) genotyping.  DINA

samples were digested with Tag 1 cndonuclease, 0.7% agarose gel electrophoresis,

il

capillary transterred to nylon membrane and subsequently hybridized with -

labelled HELA-DRB. DOP and DQo probes. A further Msp | restriction digest was

H

performed selectively on samples with DRA7 /9 pattern and hybndized with the
DO probe. The DRE-RELP assignment was based on the characteristic RELDP
pattern and the known hnkage information between HLA-DR/DQ in both Caucasian
and Thai populations.  Three RFLP vanants, the DRE16b, DRBIZb and DR I3¢
were ohserved.  The DRBI6b idefined by the 13.0, 1.7 & 1.65 kb iracments) was
different [rom the DRE16 (e, DRB16a in tus stdy) by having a smaller upper
fragiment size of 12.0 instead of 14.8 kb and was found to be the common DRB16

REI P in Thais (DR[M16a - DR16D = 1:3). The DR{B12b, the rarc vanant previousiy



described as DREx3 in Caucasoid (detined by the 11.1, 4.2 and 4.1 kb fragments)
was (he most prevalent DRBE2 pattern found in Thais. The newly described RELP
(defined by the 13,0, 6.5 and 4.1 kb fragnients) was firstly misassigned as DRPU
(deltned by the 13.0. 6.5 and 4.2 kb fragments), but was found to be DRB1F1A03
by the PCR-SSO/SSE typing. Thus. this virant could be a closely refated 1o
DRE13D (defined by the 111, 6.5 and 4.1 kb fragments) namely PDRB1I3C me this

studdy.

Though the mjority of RELP patterns found in Thais were sunilar 1o those
found in Caucasoid, their DRB/DOQR/DQe RELP linkage associations were quite
different, particulary in the DRB15/DRB16b, DRB12b, DR(314b tlag DR[i?F RFLP
subtypes. The DNA-RFLP typing was highly correlated with serology and PCR-
SSO/SSP typing resulis, only 2 DR RFLP discrepancy was noted. In contrast, 5
and 7 discrepancies with 3 and 9 blank assignments were observed with the HLA-

DR and -DQ serological typings.

In conclusion. the HLA DNA-RFLP allogenotyping could ofter 2 more
accuracy than serology in the HLA-DR/DQ (yping in Thas when the known
linkage associations were taken into account. However, the PCR-S50/5P (yping

should be used 1o cither verify any typing problem or assign the specihic alleles,



