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Abstract
TE 157973

The genetic variability of Lansium domesticum Correa collected from different
areas in southern Thailand wés investigated using RAPD (Random Amplified
Polymorpinic DNA) technique. Leaf samples of 101 plants belonging to longkonrg,
langsat and duku were harvested fq DNA extraction. Seven 10-base oligonucleotide
primers including OPA10 (GTGATCGCAG), OPB04 (GGACTGGAGT), OPB07
(GGTGACGCAGC), OPC(04 (CCGCATCTAC), O0OPCO05 (GATGACCGCC)H, OPDO03
(GTCGCCGTCA) and OPT01 (GGCCCACTCA) were chosen for amplification.
Differences in morphologica! characters such as leai and fruit shape were observed,
particularly ir, duku and langsat populations. Results from RAPD indicated that 12
longkong collected from the 3 provinces (Songkhla, Pattani and Narathiwat) have
identical DNA pattern while longkong from other areas and each of duku and langsat
populations exhibited different DNA patterns. A dendrogram showing genetic similarities
among Lansium domesticum was constructed based on polymorphic bands using
UPCMA (Unweightéd Pair-group Method Using Arithmetic Average) cluster analysis.
Jaccards similarity coefficients ranged from 0.28 to 1.00 indicating diverse gene pool of
Lansium domesticum in Thailand. Results from dendrogram, the 101 accessions can be
separated into three major clusters. First, comprising 40 accessions (longkong, langsat
and duku mostly from Songkhla, Pattani and Narathiwat), the second comprising 60
accessions (longkong, langsat and duku from the other areas) and the third comprising
only one accession (longkong from Ranong). The dendrogram also indicated that

longkong is more closely related to langsat accessions than to other accessions of duku.



