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S ABSTRACT ‘

" “The lactic acid bacteria (LAB) in fermenting soybean curds (sufu) were -

quanutated on MRS agar added with 0.04% Bromocresol purple, 5 mg% sodium azide and NaCl

w1th varymg concentrations. The LAB found during 5 months of fermentation were between 3.0
"ix 10°t0 7.0 x 10’ CFU/g on medium containing 0% NaCl and during 8 months of fermentation
Twere between 1.1'x 10° to 3.0 x 10’ CFU/g and 1.9 x 10° to 1.5 x 10 CFU/g on medium
containing 5% NaCl and 10% NaCl, respectively. In addition, the foodborne bacteria as
Escherichia coli, Staphylococcus aureus and Listeria monocytogenes were not detect;:d
The 126 strains of the isolated LAB were 83 strains (65.9%) halofoierants and 43
strains (34.1%) of halophilic LAB. The 50 isolated strains (39.7%) could produce proteolytic
“-enzymes and only 2 strains (1.6%) had lipolytic activity. The isolated LAB also showed probiotic
properties in terms of acid and bile salts tolerance. The roles of the isolated LAB were able to
~antagonize indicator bactetia as Escherichia coli ATCC25922, Staphylococcus aureus ATCC
25923, Bacillus cereus TISTR687 and Listeria monocytogenes DMST4553.
The isolated LAB were identified as 67 strains of Lactobacillus and 59 strains of .
Pediococcus. The 10 potential probiotic LAB strains were selected and identified biochemically
using API 50CHL system as Lactobacillus curvatus (3 strains), Lactobacillus delbrueckii (3
strains), Lactobacillus plantarum (1 strain) and Pediococcus (3 strains).  Additionally,
identification using DNA sequence of 16S tRNA gene, the Lactobacillus curvatus PS1240 and
Pediococcus PS1231 were identified as Lactobacillus acidipiscis and Tetragenococcus
“halophilus, respectively. The potential L. acidipiscis could produced lactie acid as a major end
product but did not produce bacteriocin in the culture supernatant. However, the L. acidipiscis
was able to inhibit the foodbome pathogen as Listeria monocytogenes DMST4553.

In term of quality, there were 12 metal ions found in the commercial sufu from high to
low concentrations as follows Mg, Ca, Li, Fe, Cu, Mn, Zn, Al, Ni, As, Pb and Cd. And
additionally, the microstructures of tofu and sufu were evaluated by using SEM, which showed
many larger hallows in the commercial sufu than the homogeneous tofu.

All commercial sufu were also investigated for Bacillus Diarrhoeal Enterotoxin (BDE)

production by using TECRA Bacillus Diarrhoeal Enterotoxin Visual Immunoassay. The BDE was

~found in five samples of commercial sufu (CSF1, CSF2, CSF6, CSF8 and CSF9) using enriched

,medwm but could not be detected in the non-enriched medium by direct sample assay.

_In addition, the Staphylococcal enterotoxin could not be detected by using TECRA

UNIQUE Stéiphyiococcal enterotoxing in all commercial sufu which showed safety from

'Staphylocbccus food poisoning.





