Abstract

Objectives: To evaluate the technical feasibility and prognosticating role of Cytokeratin 20 and

CEA RT-PCR in evaluating circulating tumor cells in patients with colorectal cancer.

Methods Ten milliliters of pre-operative blood samples from 133 cases of colorectal patients
were collected for RNA extraction and one-step RT-PCR for Cytokeratin 20 and CEA genes.

Results were analyzed against tumor stage and surgical outcome.

Results: Cell spiking study using SW620 cell line showed that the one-step RT-PCR for
Cytokeratin 20 and CEA gave a positive result when the cell density in a 10-ml samplé was 103
and 10" cells/ml or greater, respectively. Of 133 cases studied, 99 (74.4%) were positive for
Cytokeratin 20 RT-PCR and 88 (66.2%) were positive for CEA RT-PCR. Positive RT-PCR of
both genes was significantly associated with lymph node rﬁetastasis and advanced tumor
stage. Positive CEA RT-PCR was significantly associated w.ith poorer overall survival (OS) and
event free survival (EFS). Two-year OS in cases with positive CEA RT-PCR result was 80.3%,
compared with 98.6% in cases with negative result. Two-year EFS in stage I-lll cases with
positive CEA RT-PCR result was 89.7 %, compared with 43.2% in cases with negative resuilt.
Muitivariate analysis revealed that CEA was associated with the EFS, independently from tumor

stage.

Conclusion: Detection of circulating tumor cells by RT-PCR using CEA as a marker is feasible

and beneficial in identifying patients who are at-risk of recurrence or metastasis.
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