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SOV Df SS MS F

Block 3 71.7262 23.9087 0.53 ns
Methods 2 14.8810 7.4405 0.16 ns
Error(a) 6 273.2143 45.5357

Isolates 20 134700.5952 6735.0298 172.91%*
Methods X Isolates 40 3630.9524 90.7738 2.33**
Error(b) 180 7011.3095 38.9517

Total 251 145702.6786

: ns = not significant (P > 0.05) ; ** highly significant (P <0.01)
CV..(a)=1538 %
CV..(b)=1423%
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SOV df SS MS F
Block 1 11954.29 11954.29 36.75%*
Generation 5 1627.62 325.53 1.0ns
Error 5 1626.47 325.29

Total 11 15208.39

: s = not significant (P > 0.05) ; ** = highly significant (P < 0.01)

CV. =3282%
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sSov df SS MS F

Block 1 1.943 1.943 34.64**
Generation 5 0410 0.082 1.46ns
Error 5 0.280 0.056

Total 11 2.633

: ns = not significant (P > 0.05) ; ** = highly significant (P <0.01)

CV. =27.04%



