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DNA methylation s o specilic post-replicative moditicaton ol DNAD The:
methylated DNA is found in diverse organisms. Lspecially in higher eukaryotes, 1t has
been implicated in the regulation of a number of cellular processes in both vertebrates and i
plants. The most abundant moditied  basc in DNA ol higher cukaryotes s 3- |
methyleytosine. The level of methylated eytosine in plants can be as high as 30% of total
cytosine  residues. This  important - phenomenon iy catalvzed by C-5 cytosme
methyltranslerase (C-5 DNA MTase). We have attempied 1o isolate and characterize the
cDNA  encoding this enzyme from rice (Onvza safiva ssp, fndica ev. RO 250 a
monocotyledonous plant. C-5 DNA - MTase acUvily was previously reported by our
laboratory 10 he greatest at 10 days i shoots ol tice seedlings. The ¢IDNA library was |
prepared from shoots of 10-day-old seedlings using & ZAP 1L The degeneraled primers
were desioned in the conserved regions of C-5 DNA M Tase from rabidepsis thaliana.
aned PCR was performed usimg rice CDNA s template, The 274 bp-PCR product was used |
as a probe to sereen or the Tull Tength ¢ONA clone, Three positive clones were excised |
rom & ZAP 1 and further sequenced. One putative clone. namied pRAT showed the
sequence homology to cukaryotie €-5 DNA AMTase ¢ONAL The 4985 bp assembled |
nucleie acid seguence contains arn open reading frame ol 4303 bp enceding a protem of
1 S01 amino acids, with moleeular weight of 167 kDa Like other cukaryote €-3 DNA
M Tases. the inferred protein of rice C-3 DNA Mltase has 4 presumed regulatory N- ',
erminal region linked (o a catalytic C-terminal domain by Lysine-Glyene linker, Fhe €- i
erminal domain has cight conserved motils fourd i other €-3 PNA Mlase. Using the
pRMI as a probe. we identilied «a transeript of 498 kb, Southern blot analysis ol riee
penomic DNA with the above probe mdicated the presence ol a single gene. Northern blot
analvsis was performed to study the expression of C-5 DNA M Lase iy ree. [he transcripts
ol -5 DNA MTase eene was lound to be developmental specilic and tissue specihic, The
konowledee gained about the molecular basis oF IINA methyvltranstorase wall allow Turther |

stucy of the function and regulation ol this gene In TiC.




