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Avian coccidiosis is a protozoan disease caused by the genus Eimeria. Basically, species of Eimeria
in chicken is distinguished by the distinct morphology and parasitic deposited sites in intestine of the infected
animals. The criteria of Eimeria species differentiation when the disease occured is sometime unreliable.
Polymerase chain reaction restriction fragment length polymorphism (PCR-RFLP) was developed to
differentiate species of Eimeria. The conserved region of 18S ribosomal RNA gene (18S rRNA gene) was
amplified by PCR to yield the product of 422 b>. The RFLP patterns were analyzed by Alu |, Hha |, Hpa Il and
Hae lll. The sensitivity of the PCR technique was to detect at least 0.12 oocysts and PCR-RFLP was able to
give the RFLP patterns by using at least 8 oocysts. The specificity of PCR-RFLP was compared o DNA

" extracted from Raillietina cesticillus, R. Echinobothrida, R. Tetragona, Ascaridia galli ,Gongylonema spp.,
Heterakis gallinae, Tetrameres spp. WaY Trichostronglylus spp.

By using the technique of PCR-RFLP, E. tenella CB38 is a mixture of at least 3 Eimeria spp.;

E. tenella 64%, E. necatrix 32% and E. maxima 4% while Immucox®(|) comprises at least 4 species;
E. acervulina 26%, E. maxima 19%, E. necatrix 3% and E. tenella 3%. To identify Eimeria spp. of E. tenella
CB38 isolated from the upper part of the intestine revealed the combination of species E. acervulina 84%
and E. tenella 6%. The proximal part of the intestine was infected with E. necatrix 26%, E. acervulina 21%.
E. tenella 14% and E. maxima 6%. The distal part of the intestine was infected with £. maxima 69%,
E. necatrix 7% and E. tenelfa 6%. The lower part of the intestine was infected with E. maxima 73%.
E. necatrix 16% and E. tenella 7%. Lastly, caecum was infected with E. tenella 52%, E. necatrix 43% and
E. maxima 4%. While the dentification of Eimeria spp. containing in the live-vaccine, lmmucox®(l). the upper
part of the infected intestine revealed the combination of species; £. acervulina 73% and E. maxima 3%. The
proximal part of the intestine was infected with £. maxima 90% and E. tenella 5%. The distal part of the
intestine was infected with £. maxima 94% and E. tenella 6%. The lower part of the intestine was infected
with E. maxima 87% and E. tenella 8%. Lastly, ihe caecum, it was infected with E. necatrix 45%, E. tenelia
40% and E. maxima 13%.

Therefore the technique of PCR-RFLP on 18S rRNA gene was able to perform a differential diagnosis
of avian coccidiosis caused by Eimeria spp. Nonetieless, by using this method, E. tenelfa and E. maxima

could be found in all part of the infected intestine.



