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Original Article

Methylenetetrahydrofolate Reductase Gene and Vascular Thrombosis

Rujinee Paditaporn', Punyanuch Jindatanmanusan’, Chetana Ruangpratheep' and Pasra Arnutti'
"Department of Pathology, Phamongkutklao College of Medicine; “Haematology - Oncology Unit, Division of Paediatrics,

Phramongkutklao Hospital

Abstract:

Background: Currently, the relationship between A1298C polymorphism of Methylenetetrahydrofolatereductase
(MTHEFR) gene and the risk of developing vascular thrombosis has not been reported in Thai people. Objective:
To investigate the correlation between polymorphism of MTHFR gene and thrombosis in Thai people. Methods:
MTHFR*A1298C gene polymorphism was analysed in blood samples derived from 200 Thai patients with throm-
bosis and 102 healthy Thai volunteers by polymerase chain reaction - restriction fragment length polymorphism
(PCR-RFLP). Results: The genotypic variations in MTHFR*A1298C polymorphism were not significantly associ-
ated with the risk of developing thrombosis in Thai people [Odds ratio (95% confidence interval) = 1.059 (0.66-
1.71); p = 0.813]. Conclusion: The development of thrombosis in Thai people is not related to A1298C polymorphism
of MTHFR gene.

Keywords: @ A1298C polymorphism @ Methylenetetrahydrofolate reductase gene @ Vascular thrombosis
RTA Med J 2018;71:31-7.
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[Odds ratio (95% confidence interval) = 1.059 (0.66 - 1.71);
p = 0.813]
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Table 1: Snwosmaudsiuasiuuuunnewydoigmeesiu MTHFR ludihemlneiflnnaadenaasulunasaiden

fuam neung
Genotypes Thrombosis (n = 200) Control (n = 102) OR, 95%CI* p-value

MTHFR*A1298C °

Wild type (AA) 97 (48.5%) 48 (47.06%)

Heterozygous (AC) 83 (41.5%) 48 (47.06%) 1.059 (0.6592-1.712) 0.813

Homozygous (CC) 20 (10%) 6 (5.88%)
Allele Frequency of MTHFR "

A 0.69 0.71

C 0.31 0.29

a = MTHFR, odds ratio (OR) was calculated by comparison of control individuals and vascular thrombosis groups for

MTHFR *A1298C; b = MTHEFR, the frequency of C polymorphism in the vascular thrombosis cases was 0.31.

*wild type VS heterozygote + Homozygote

1 25345 Niabaiv/-. 8.9 10 11

84
56

30
18

Figure 1 PCR-RFLP analysis of MTHFR genotype of vascular thrombosis. The PCR product was digested by

Mboll restriction enzyme, electrophoresed in 4% agarose gel, and stained with Nucleic acid gel stain (GelStar

Lonza, USA). Fifty bp DNA molecular weight marker (Fermentas, Life Sciences): Lane M; Wild type: Lanes 2, 4,

5, 9, 10; Heterozygote polymorphism: Lanes 3, 6, 7, 11; and Homozygote polymorphism: Lanes 1, 8
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