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Abstract

The objectives of this study were to investigate the antimicrobial susceptibility
profiles and the B-lactamase genes among Salmonella enterica isolates from swine, chicken
and cattle feces, pork and chicken meat. The total of 129 isolates, 40, 29, 6, 23 and 31 were
isolated from swine, chicken and cattle feces, pork and chicken meat, respectively.
Antimicrobial susceptibility testing to ampicillin indicated that 16 of total 40 isolates from
swine, 2 of total 6 isolates from cattle feces, 18 of total 23 isolates from chicken meat and
10 of all total 31 isolates from pork were resistant to ampicillin. None of the isolates from
chicken feces were found resistance to ampicillin. In order to identify the B-lactamase gene,
all of ampicillin resistance isolates were amplified by PCR using specific primers for -
lactamase genes. The results demonstrated that only 25 isolates were positive for blarem B—
lactamase genes. The amino acid deducing from nucleotides sequencing confirmed that the
blatem B—lactamase genes of all 25 isolates were homology to blargy1 group. For ESBL
production, all of ampicillin resistance isolates were screened by disc diffusion method and
confirmed by gene amplification and sequencing. The results of screening and phenotypic
confirmatory assay indicated 3 isolates, which were Salmonella Startford, Salmonella
Weltevreden and Salmonella Typhimurium positive for ESBL. The PCR and multiple
sequence alignment of the deduced amino acid sequence and phylogenetic tree
construction of three ESBL producer indicated that the ESBL were the CTX-M group 1, which
closely related to CTX-M79 gene.
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