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Pakpoom Poomirat 2007: A Study of Connotation of Flower Names According to Sex, 

Academic Program and Age. Master of Arts (Applied Linguistics), Major Field: 

Applied Linguistics, Department of Linguistics. Thesis Advisor: 

Associate Professor Wipakorn Wongthai, M.A. 143 pages. 

The Purposes of this research were 1) to know what the samples which are classified by 

genders, academic programs and age gave the connotations on the names of the flowers 2) to 

study and compare the variation and social connotations on names of flowers and 3) to study 

and analyze the connotations according to associative field theory by West. 

The data were collected from students gradelo-12 of the demonstration school of 

Kasetsart University; Bangkhen Alumni, students in 3-4 years of Faculty of Science and Faculty 

of Humanities and instructors from Faculty of Science and Faculty of Humanities by using 2 

kinds of questionnaires. The total of the samples are 144 people. Then the data were classified 

by sex, academic programs and age to find the connotations and analyzed. 

Three hypotheses were set for this research. The first hypothesis was that the samples 

gave a variety of the connotations. This result supported to the first hypothesis. The second 

hypothesis was divided to 2 points. One was that a variation of the social connotations was 

found more than 80% of all the 12 names of the flowers in every factor, but the result was found 

that there was the variation only 16.66% for genders, 16.66% for academic programs and 

33.33% for age. Two was that the frequency comparison of the social connotations which were 

not varied. This result was that the frequency was differently given for the social connotations 

which were not varied. In conclusion, the two results partly supported to the second hypothesis. 

And the final hypothesis was that the connotations were concerned about society, cultures and 

environment which the samples were in. It was found that many reasons given were analyzed to 

concern thc society, cultures, and environment. This result supported to the hypothesis. 
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Saowalak Onming 2007: Immune-related Gene Discovery by Expressed Sequence Tags (ESTs) 

Analysis in Normal and P-glucan Stimulated Hemocytes df Giant Freshwater Prawn 

(Macrohrachiui~~ rosenbergii de Man). Master of Science (Aquaculture), Major Field: Aquaculture, 

Department of Aquaculture. Thesis Advisor: Mr. Prapansak Srisapoome, Ph.D. 222 pages 

Two cDNA libraries were constructed from hemocytes of giant freshwater prawns fed with normal 

and P-glucan supplemented feed. The primary titers of each library were approximately 4.18~10' and 

3 . 7 6 ~  10' plaque forming unit (PFU), respectively. A total of 2,102 expressed sequence tags (ESTs) clones 

were generated from the two libraries: 1,082 clones from the normal library and 1,020 clones from the 

stimulated library. A total of 1,063 EST clones were identified to share significant sequence similarity with 

known sequences in GenBank database, representing at least 559 different giant freshwater prawn genes. The 

72 potential immune-related genes reported in either vertebrates or invertebrates such as prophenoloxidase, 

prophenoloxidase activating factor, serine protienase inhibitor, peroxinectin, hemolectin, lysozyme, alpha-2 

macroglobulin, anti-lipopolysaccharide like factor, antimicrobial peptides were discovered in these cDNA 

libraries. Comparison analysis of immune function genes in these two cDNA libraries was also evaluated. The 

number of immune-related genes found in normal and stimulated libraries was 53 and 39 genes, respectively. 

In stimulated library, the frequencies of  alpha-2 macroglobulin, prophenoloxidase, selenium dependent 

salivary glutathione peroxidase and phenoloxidase activating factor genes were observed to be expressed 

about 2-3 times higher than that of normal library. On the other hand, the expression levels of anti- 

lipopolysaccharide like factor, insulin-like growth factor binding protein 7 precursor (IGFBP-7 or MAC25 

protein), heat shock cognate 70 (hsc70) and cyclophilin A genes in stimulated library were 3 folds down- 

regulated, reflecting consequent affects of P-glucan application to prawn immunity. The results fiom this 

study indicated that hemocytes cDNA libraries of  giant freshwater prawn contain many important genes 

involved in the immune response, making i t  an important resource for studying the immune system and the 

response of giant freshwater prawn to its pathogens. 
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Boonlert Bubphkong 2007: Management of Mae Wang-Kew Lom Reservoir for 

Flood Alleviation. Master of Engineering (Irrigation Engineering), Major Field: 

Irrigation Engineering, Department of Irrigation Engineering. Thesis Advisor: 

Mr. Lersak RewatarkulPaiboon, M.S. 129 pages. 

The objectives of this research are to study the water demand of Maewang-Kewlom 

reservoir, analyze the probability of the inflow to Maewang-Kewlom reservoir, and study the 

water management of Maewang-Kewlom reservoir to mitigate the water shortage and flood 

problem in the project area of this reservoir. From the calculation in Excel table, the averaged 

water demand of Maewang-Kewlom reservoir is 3 13.20 MCM per year and can be classified 

into the demand in agriculture sector 244.26 CMC, the city water supply and other 24.79 MCM, 

and the preservation of an ecology system 44.15 MCM. 

From the result of probability distribution of inflow (data year 1978-2003), using 

Smirnov-Kolmogarov distribution to test the suitability and the goodness of fit test, it is found 

that at 5% significant level the yearly inflow is suitable in both Gumbel function and Lognormal 

2 Parameters function but the Lognormal 2 Parameters function gives the most suitability. 

The R2 of this test is 0.9896 and the equation is Y = 0.662 1 In(X) - 3.633 1. The averaged 

minimum, mean and maximum inflows from the probability analysis are 342.157,497.881 and 

724.078 respectively. The probability based rule curves of Maewang-Kewlom reservoir are 

caculated from the averaged net monthly water demand. These curves are used to manage the 

water in the reservoir to mitigate the water shortage problem occur during December to May 

and also to mitigate the flood problem occur during August to October. 
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