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Appendix : Cloning primer sequences

Primer Sequence (5’2 3’)

Pt#001 | ggtgtaacacttatagagaccttggaggcgtggtttttattgatttaaggg

Pt#002 | cccttaaatcaat aaaaaccacgcctccaaggtcetctataagtgttacace

Pt#003 | ggcgctgggttagaaaaccctaaacGaaaaacgggtaaaattgaaatcg

Pt#004 | cgatttcaattttaccegtttttCgtttagggttttctaacccagegece

Pt#005 | gttaattattgaaaataaaagcGGTACCccaccgattgaaattggcaac
Pt#006 | gttgccaatttcaatcggtggGGTACCgcttttattttcaataattaac
Pt#007 | CGCggatccATGCGTACAGAATATTG

Pt#008 | cggGGTACCgcggttgatg

Pt#009 | cgcGGATCCatgagcegttgtgee

Pt#010 | cggGGTACCatcttcaacce
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