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Hand, foot, and mouth disease (HFMD) is a common infectious disease
caused by several genotypes of human enterovirus species A and frequently
occurring in young children. Series of molecular surveillance study have been
reported that large-outbreaks of HFMD were frequently found in Western Pacific
and Southeast Asian countries with endemic findings in America and Europe
countries. According to the study conducted during 2008-2011 enterovirus 71
(EVT1) and coxsackievirus A16 (CAV16) were the main pathogens contributing to
the disease in Thailand. This study was aimed to analyze multiple enterovirus
types by a molecular typing method in order to investigate the preliminary data
of prevalence and genotypes of human enterovirus in hospitalized patients. Of
the 1,466 suspected cases, 907 were virus-positive, indicating a prevalence of
61.9%. The result showed CAV6 (40.0%), followed by EV71 (11.4%) and CAV16
(11.0%) as the most frequent genotypes casing HFMD. The higher enterovirus
infection associated with  HFMD occurred in infants over one vyear-old.
Enteroviruses isolated from the positive samples were differentiated into 17
genotypes: coxsackievirus Ad (CAV4), A5, A6, A8, A9, A10, Al12, Al6, A21, B1, B2,
B4, B5, echovirus 7, 16, 25 and Enterovirus 71. Moreover, single step multiplex
real-time RT-PCR for rapid detection of EV71, CAV6 and CAV16 was also
evaluated. This study also describes the seroprevalence of neutralizing antibody
against EV71 in Thai population. The results demostrates a common spread of
EV71 in Thailand. The rate increased with age but a relatively high susceptibility
of the preschool children aged more than 1 to 3 years old. In addition, the
seroprevalence rate and antibody level against EV71 were age-dependent
distributed patterns. In contrast to high seroprevalence rate, value of antibody
level amongst study population was relatively low. In conclusion, this study
describes seroprevalance rate as well as epidemiological data and molecular
characteristics of the causative pathogens of HFMD and herpangina. This study
also provides crucial information of the nucleotide sequences as well as useful

diagnostic testing methods for pathogen detection.
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