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Gene

Product

ND1
ND2
COX1
COX2
ATP8
ATP6
COX3
ND3
ND4L
ND4
ND5
ND6

Cytb

NADH dehydrogenase subunit 1
NADH dehydrogenase subunit 2
Cytochrome ¢ oxidase subunit [
Cytochrome ¢ oxidase subunit I
ATP synthase FO subunit 8

ATP synthase FO subunit 6
cytochrome ¢ oxidase subunit II1
NADH dehydrogenase subunit 3
NADH dehydrogenase subunit 4L
NADH dehydrogenase subunit 4
NADH dehydrogenase subunit 5
NADH dehydrogenase subunit 6

Cytochrome b

1311: GenBank (http://www.ncbi.nlm.nih.gov/)
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Polymerase Chain Reaction
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