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i1 PCR Tmﬂ‘l%m%qLﬁ'mﬁmmmaﬁuqnﬁu (GeneAmp® PCR System 9700, PE Applied
Biosystems, Foster, CA, USA) Tt/ nested PCR iiteiflunsiianianasanswiugnasu 2 sau Taasey
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500 bp
6S rRNA
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. 300 bp
V4-V5 hypervarable region
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(M = marker, + = positive control, - = negative control, m = mother, C = child)
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51l 7 1 DNA profile N3 DGGE assay

(M = marker, + = positive control, - = negative control, m = mother, C = child,)
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