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doeninTalanuiinaindewandan (Gleba et al., 1999; Pandey et al.2007; Arshad el
al., 2008; Lone et al., 2008) nsldnadiniuuuaidalnaawizwan Rhizobacteria 147
doglunisdudiunisinanlanzutin (Glick, 2005; Khan, 2006; Rani el al., 2008)
faqiiuiinnuwenenulunininemaiianisdaluana (molecular biology) uazig
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2006; Zhuang, et al, 2007, Saleem et al., 2008) Heavy metal binding protein Anlilshiu
ndeiiEane st uanlunissuiolanswinaiasiie Weeradannz iy
Heavy metal binding domain 17‘;:‘73 CxxC motif 2a915Ru CopA ey metallochaperone
AN S. aureus @nunsndulfegnsdmnziuneues Taueas wazuamilen (sitthisak
et al., 2007) uaz metal binding peptide “71"33’ sequence Wl Gly-His-His-Pro-His-Gly (HP)
WA Gly-Cys-Gly-Cys-Pro-Cys-Gly-Cys-Gly (CP) @nnnsnduldatrsauwiziulanemin
unmLle (Kotrba et al., 1999) {1lsiiufil Histidine-rich metal binding domain &13170
Juiuasuwesidetnedinie (Battistoni et al., 2001) nﬁ?ﬁnHWQuﬁaﬁﬂaﬂuﬁwu Heavy
metal binding protein léuanesiin 1114 cysteine rich-metallothioneins (MTs) (Cobbett &

Goldsbrough, 2002; Gupta et al., 2002)  Glutathione (GSH) (Penninckx , 2002) waz

GSH-related phytochelatin (PCs) (Cobbett & Goldsbrough, 2002) {a8) Metallothioneins
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61-62 amino acid residues tneil amino acid wan cysteine ﬂ?:ﬂﬂU'ﬂgj( Cobett &
Goldsbrough, 2002; Vasak, 2005) 49uwan Glutathione (GSH: L-gamma-glutamyl-L-
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cysteinylglycine) il nagRquiulavzwinldlng Reduced glutathione (GSH)a18130
form stable complexes %Iy hard ua= soft metal ions (Krezel & Bal, 1999) GSH-
related phytochelatin (PCs) W enzymatically synthesized peptides Alasaa¥ia
Usznaudag Glu-Cys Asiiamguiflunisduiulanzuinldfndinan Metallothioneins
(Mehra & Mulchandani, 1995; Cobett & Goldsbrough, 2002) wanannil synthetic
phytochelatin (Ecn) §gNHIANEA UATWLGNA@NNNTRT RN Tazanaaslanzmin e
(Bae et al,, 2001)
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