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Five phosphate accumulating bacteria strains, CU-PK1, CU-PK2,106U-£I)3|§3,8(9J—
PK4 and CU-PK 5 were isolated from wastewater samples of Si Praya wastewater
treatment system by using wastewater medium. Polyphosphate synthesis activity was
assessed by monitoring the activity of polyphosphate kinase. The result revealed that all
five strains have polyphosphate kinase activity whereas the strain CU-PK2 shows the
highest activity. After ppk amplification by polymerase chain reaction using degenerated
primers specific to ppk, the 1300 bp product can be observed when using genomic DNA
of CU-PK2, CU-PK5 and Escherichia coli JM109 as template. The PCR products were
labeled with Digoxygenin and used as DNA probe for detection of ppk of the 5 bacterial
strains using dot blot hybridization. Only genomic DNA from the strain CU-PK2, CU-PK5
and E. coli JM109 showed the positive hybridization signals with those synthesized
probes. The strain CU-PK2 and CU-PK5 were preliminary identified based on their
morphological characteristics and 16S rDNA nucleotide sequences to be Klebsiella

oxytoca and Enterobacter aerogenes, respectively.



