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Sixty nine specimens of fungi in the Family Ganodermataceae were collected from
Nam Nao nationai park, Petchabun province and Phurua National Park, Loei province. They were
identified morphologically using macroscopic and microscopic characteristics. The specimens
were classified into 2 genera (Amauroderma and Ganoderma) and 12 species (3 species for
Amauroderma and 9 species for Ganoderma) as following: Amauroderma austrosinense J.D.
Zhao et L.W. Xu, 4. rugosum (Blume & Nees: Fr.) Torrend, A. subresinosum (Murrill) Corner,
Ganoderma australe (Fr.) Pat., G. calidophilum J.D. Zhao, L.W. Hsu et X. Q. Zhang, G. éapense
(Lloyd) D.A. Reid, G. colossus (Fr.) Baker., G. donkii Steyaert, G. limushanense J.D. Zhao et
X.Q. Zhang, G. lucidum (W. Curtis: Fr.) P. Karst.,, G. tropicum (Jungh.) Bres., G. valesiacum
Boud. Two Ganoderma spp. specimens could not be classified into species. The addition of
molecular biological method, Amplified Ribosomal DNA Restriction Analysis technique
(ARDRA) was used to perform DNA fingerprint in order to clarify their genetic relationship. The
PCR product about 600-650 bp, were obtained from all mushrooms tested except from A.
austrosinense, in which the prodqct about 730 bp was shown. The PCR products of each
mushroom were digested by restriction endonucleases; Hindlll, EcoRI and Alul to obtain DNA
ﬁngerprints. Phylogenetic trees were done l;ased on DNA fingerprint patterns to express genetic
/ i'elationship of the mushrooms. The pattern of phylogenetic tree using HindllIl digestion could
clarify groups and genetic relationship of the mushrooms while digestion with EcoRI and Alul
could not. The pattern of phylogenetic tree using combination of Hindlll, EcoRI and Alul
digestion could groups into genera, Amauroderma and Ganoderma. Further more, pattern of
phylogenetic tree using combination of HindIH, EcoRI and Al digestion and addition of some
morphological characteristics could groups into genera and sub-genera except A. austrosinense
are separated. This pattern was agree with results of morphologicai methods. This study reported
8 new records to Thailand, A. austrosinense, G. calidophilum, G. capense, G. colossus, G. donkii,
G. limushanense, G. tropicum and G. valesiacum and broughts up number of Ganodermataceous

fungi in Thailand in total to 16 species.





