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Comparative proteomic analysis of the salt tolerant transgenic rice Oryza saliva L. ‘KDML105’
overexpressing a calmodulin gene (OsCam1-1) identified 77 differentially expressed proteins
compared to the wild-type. Real-time RT-PCR verified that the transcript expression level of

LOC 0s02¢11820, which encodes a GTPase-activating protein, one of the differentially expressed
proteins, was expressed at a higher level in the transgenic rice. Co-expression analysis revealed
that LOC 0s02¢11820 was positively coexpressed with several genes encoding peroxidases and
negatively coexpressed with several genes encoding glutathione transferases. Under salt stress (150
mM NaCl), activity of guaiacol peroxidase in the OsCam1-1 overexpressing rice was induced to
higher levels when compared with those in the wild-type and the control transgenic rice. On the
contrary, the OsCam1-1 overexpressing rice exhibited lower and delayed induction of glutathione
transferase activity. These results suggest that the OsCamI-1 overexpression possibly affects the

antioxidative enzymatic system of the transgenic rice grown under salt stress.
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