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Tropical disease tolerance is a valuable breeding objective for dairy cattle breeding system.
Acording to low heritability, selection response will be minimal if conventional selection is applied
because the inaccuracy of breeding values. Therefore, detection of molecular marker might be an
alternative method to improve breeding efficiency. The objective of this study was to find the marker
association with the tick born fever tolerance. A total of 332 dairy cattle blood samples from Roiet
Experimental and Training center, Khon Kaen and DLD Breeding Stations, Department of Livestock
development. Cattle genomic DNA were isolated from WBC, and parasite genomic DNA were isolated
from RBC. The polymerase chain reaction (PCR) was applied to detect BoLA-DRB3 exon {l from cattle
genome and detect specific sequence for Anaplasma (Tick born fever) from pathogen genome.

Several BoLA-DRB3 alleles were found in this study. There were 16 alleles found frequency
greater than 2.5%, which were DRB3*16, *51, *23, *8, *11, *15, *1, *48, *24, *2, *10, *naa, *45, *12, *13,
*54. The most alleles found was DRB3*16 (15.90%). Only alleles with frequency greater than 2.5% were
used to detect the associations with Anaplasmosis occurance usin logistic regression analysis. The
result showed that DRB3*51 was significantly associated with the resistance of Anaplasma marginale.
The expected probability to had the anaplasmosis infections was 44.79% if cows had DRB3*51 allele.

The detection of DRB3 allele associated with the tropical disease tolerance, which tick born fever
by Anaplasma marginale in this study, was very important and useful in the dairy cattle breeding

selection in the future.





