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Peanut plants were grown in pots and kept in growth chamber under controlled
environments. After 30 days of seedling emergence, peanut plants were divided into 2 groups;
one with adequate water supply and the other was subject to withholding water supply for 5 to 6
days. Soil moisture content and plant water status, relative water content (RWC) and leaf water
potential (LWP) were determined. Proteins were extracted from fully expanded leaves and
separated using two-dimensional gel electrophoresis (2-DE). Proteins were visualized using
silver nitrate staining. Analysis of gels was performed using ImageMaster 7 software. Proteins
displayed significant changes were excised from the gels and analyzed using MALDI TOF MS.
Peptide mass fingerprints were used to search for protein identities using Aldente stand-alone
version installed with Swiss-Prot, NCBInr and TrEMBL databases.

Withholding water for 5 and 6 days resulted in a remarkable decrease in soil moisture
content, RWC and LWP indicating that peanut plants were under water stress condition. 2-DE
resolved hundreds of proteins and all 2-DE maps were very similar. Image analysis of the gels
resulted in 13 up-regulated proteins by withholding water supply for 5 days. There were 36
down-regulated proteins and 10 up-regulated proteins when water supply was withheld for 6
days. However, there were only two proteins identified and they were non-plant proteins. The first
protein was a transcriptional regulator, MarR family, found in a bacterium. The second protein

was hypothetical protein MGG_04860 found in one fungus species.





