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Connective tissue growth factor (CTGF) is a highly profibrogenic molecule,
which is overexpressed in many fibrotic organs, including those of the liver. Biliary atresia
(BA) patients who receive Kasai operation have variable fibrosis levels in their livers. Single-
nucleotide polymorphisms (SNPs) in the CTGF gene promoter (-447G>C and -132C>G) may
be associated with BA and the variable fibrosis levels in the patients. This study was
performed to determine the frequAenc.:ies of polymorphisms and haplotype in the CTGF gene
promoter in the Thai population and to investigate the susceptibility of this popuiation to BA.
The target fragments of the CTGF gene promoter were amplified and analyzed by
Amplification- refractory mutation systems (ARMS) and polymerase chain reaction-restriction '
fragment length polymorphism techniques in 84 BA patients and 142 healthy controls. The
test for Hardy-Weinberg equilibrium was performed using HWE program of SNPAnalyzer and
statistical analysis was carried out with the SPSS and Epi Info version 6 programs. Two SNPs
were genotyped, both of them in the promoter region (-447G>C and -132C>G). There is only
one SNP at the position -447 in the Thai population. No significant differences in genotype
and allele frequency were ob_served between BA and controls or with BA subgroups. In this
experiment, serum CTGF levels in patients cannot be distinguished from the control group
because the system of ELISA technique was not optimized. In conclusion, our population

CTGF polymorphism at -447G>C is not involved with BA and susceptibility of the host.
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