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Abstract
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Twenty infant fecal samples were collected and used as sources to isolate Biﬁdobacte4ria4 by
using selective medium. Out of 167 isolates obtained, 30 isolates were found to be Bifidobacterium
spp. by studying cell morphology and physiological characteristics. Confirmation was performed
with Polymerase Chain Reaction (PCR) using primers, Bif64-f and Bif662-r which are specific to
165 tDNA of Bifidobacterium spp.. Study on certain properties of these isolates revealed 3 strains
(SU1026, BK1 and SB113) potential to be used as the probiotic. They were tolerant to 0.3% bile,
sensitive to 11 kinds of antibiotic and were able to survive in simulated intestine juice (pH 8.0) for 4
hours. However, these 3 strains showed different degrees of survival after 90 minute-exposure to
simulated gastric juice (pH 2.0). It was found that SU1026 (74.43% survival) and BK1 (74.16%
survival) were more tolerant than SB113 (0% survival). In addition, these 3 isolates had
antimicrobial activities against Clostridium perfringens, Pseudomonas aeruginosa, Salmonella
Typhimurium, Salmonella Enteritidis, Bacillus cereus, Escherichia coli and B. coagulans.
Comparative identification of these 3 isolates were carried out by determining fermentation pattern
of 20 types of carbohydrate and analysis of the 16S rDNA. It was shown that the results were
correlated. The 168 rDNA sequence of SU1026 and BK1 has 98% similarity to Bifidobacterium
animalis while that of SB113 showed 98% similarity to B. bifidum.





