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APS reductase gene was amplified by PCR using cDNA of Arabidopsis thaliana as
template and primers designed from APS reductase gene, prhl9. The 1,558 bp-PCR product having
100% DNA sequence homology to APS reductase gene, APRI, was designated as SNN1. The transit
peptide of SNN1 was deleted by PCR giving a 1,423 bp-PCR product designated as SNN2.
The SNN2 was functionally complementation in Escherichia coli PAPS reductase mutant.
Overexpression of SNN2 in Escherichia coli resulted in increasing sulfate uptake. To transform
this APS reductase gene into plant genome via Agrobacterium, SNN1 was ligated into plasmid

pBIH1-IG(SX) and transformed into Agrobacterium tumefaciens EHA101 by electroporation.

Department_ Microbiology.......................... Student’s sigature

Field of study_ Microbiology for industrial ..  Advisor's signature_ ____-

Academic year 2000 Co-advisor’s signature






