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Abstract 171987

The rice waxy gene encodes a granule-bound starch synthase
(GBSS) for synthesis of amylose in endosperm tissue. Amylose
content is a key determinant of the cooking and processing quality of
rice (Oryza sativa). The rice Waxy gene consists of 14 exon and 13
intron. DNA sequence of the exon 2 shows CT microsatellite. The
variation of CT repeats, or alleles, is a good candidate for use in
population genetic studies. Thus, this basic research work is aimed
at studying the variation in chloroplast type, disintegration of
endosperm in alkali solution, correlation between amylose content
and expression of he gene at protein level, and variation of
microsatellite CT of Waxy gene. Furthermore, to determine
whether the nucleotide sequence at the leader intron splicing site is
related with apparent amylose content. The main achievement
realized from the basic research carried out here is accumulation of
microsatellite classes data that located in the Waxy gene and
correlation between the sequence at the leader intron splicing site of
this gene and AC among wild rice strains. In addition, the results
obtained from this study tend to be useful in germ plasm
management and breeding program in cultivated rice in terms of
improvement cooking and eating quality.

The results obtained from this study is shown as follows

1) Thai rice varieties were selected to explore the indica-japonica
differentiation of chloroplast DNA (cpDNA). It was found that chloroplast of almost
varieties were indica, while the japonica type was found in rice varieties of the ethnic
group in northern region.

2) Glutinous rice showed high or intemediate level in disintegration of
endosperm in alkali solution, while the endosperm of nonglutinous rice showed low
level of disintegration.

3) Amylose content showed positive correlation with the level of Waxy
protein

4) The variation of wx microsatellite CT was found in Thai rice varieties. In
addition, this result may therefore be used as DNA marker associated with the
variation of amylose content. It was found relationships of CT microsatellite and the
origin and distribution of glutinous rice varieties.



