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The aim of this study was to assess type and quantity of pathogenic microorganisms
from leachate in rubbish transfer station and landfill in Bangkok, Patumthani, and Ayutthaya of
Thailand. One hundred and fifty leachate samples were collected from three seasons between
November 2004 to July 2005. Samples were examined for total viabie microorganisms by
standard' plate count method. The samples were also detected for potentially pathogenic
microorganism; Escherichia coli, Salmonella Typhi, Bacillus cereus, Staphylococcus aureus,
and Candida albicans. The typical colonies of those indicator microorganisms were isolated
by selective media, and the suspected colonies were confirmed by APi medium kits and
amplified with specific primers to those microorganisms by polymerase chain reaction (PCR).
The total viable count, £ .coli, S. aureus, B. cereus, and C. albicans of the leachate samples
were found in mean of 3.6 X 10°-3.4 X 10°, 3.3 X 10-56.8 X 10°, 1.3 X 10°-2.6 X 10°, 1.8 X 10™-
2.5X10°, and 2.6 X 10'-5.2 X 10° CFU/ml respectively. The incidence of B. cereus, S. aureus,

C. albicans, and Salmonella spp. Are 100% . S. Typhi was not found in all leachate samples.





